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After publication of this work [1], we noticed that there 
were some errors in the description of the ROH values 
on page 6. The values of ROH described on page 6 do 
not agree with those listed in Table  1. We checked the 
data and found that the ROH values described on page 
6 were from our initial results before the first revision 
of the manuscript. After the first revision, we added and 
removed some breeds, redid the quality control proce-
dures and analyses, and obtained the results in Table  1 
which differ slightly from the initial results.
The correct description of the ROH values is provided 
below:
The level of ROH reflects the inbreeding history of a 
population [15]. The Minisib breed had the highest level 
of ROH (181  Mb), followed by the Urzhum (148  Mb), 
Ukrainian White Steppe (104 Mb), and Ukrainian Spot-
ted Steppe breeds (94  Mb; Table  1; Fig.  3). In contrast, 
the other breeds generally had lower levels of ROH than 
the international commercial and Chinese breeds. The 
breeds that had the lower levels of ROH and thus lower 
levels of inbreeding included the Semirechensk (21 Mb), 
Murom (30  Mb), Ukrainian pork swine (31  Mb), Livni 
(39  Mb), and Belorussian pork swine (39  Mb) breeds 
(Table 1).
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